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* NSD2, harboring a functional SET domain, drives tumorigenesis by increasing H3K36me2, and knockdown of NSD2 leads to Cf f \
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O *Using the AlphaLisa™ technology followed by a subsequent orthogonal counter-screen based on 3H SAM incorporation, we
Chaetocine - Log(I) have i1dentified and selected chemical matters to enter into H2L phase
I\VVALID * The biomolecular interaction of our hits with NSD2 has been confirmed using a thermal shift assay. Furthermore, the SPR
+ 240,000 Compounds Klegrgg))logy IS currently being established in house to determine the compounds K, for NSD2 and related isoforms (NSD1 and
* IVALIDb has been designed over years for drug discovery programs _
- More than 70% of the compounds are original when compared to Zinc library *In parallel, we are developing secondary cellular assays based on the H3K36me2 methylation and proliferation to further confirm
» Compounds are available as liquid solutions and 70% as powders, and all the library is stored in controlled environment the on-target hit activity
» Regular quality controls are performed and a collection enrichment to maintain diversity and originality is in place * NSD2 program is available for setting-up a drug discovery partnership
 Good hit rate on internal screening programs achieved » Contacts: Kristina.meyer@ inventivapharma.com

» Library available for external drug discovery partnerships ursula.vogel@inventivapharma.com
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